In the title compounds, N-(5-acetyl-2-methylphenyl)quinoline-2-carboxamide [C 19 H 16 N 2 O 2 , (I)], N-(5-acetyl-2-bromophenyl)quinoline-2-carboxamide [C 18 H 13 BrN 2 O 2 , (II)] and N-(5-acetyl-2-ethynylphenyl)quinoline-2-carboxamide [C 20 H 14 N 2 O 2 , (III)], the quinoline ring system is essentially planar and forms a dihedral angles of 3.68 (5) (I), 5.59 (7) (II) and 1.87 (6) (III) with the acetyl-substituted ring. The molecular structures of (I) and (III) each feature an intramolecular N-HÁ Á ÁN hydrogen bond, forming an S(5) ring, while in (II) an intramolecular bifurcated N-HÁ Á Á(N,Br) hydrogen bond forms two S(5) rings. In the crystals, weak C-HÁ Á ÁO hydrogen bonds link molecules of (I) into C(7) chains long [010], molecules of (II) into chains of R 2 2 (8) rings along [110] and molecules of (III) into C(8) chains along [010]. In (I), there are no significant -stacking interactions under 4 Å , but in both (II) and (III), -interactions link the weak hydrogen-bonded chains into layers parallel to (001) [centroidcentroid disttances of 3.748 (1) Å in (II) and 3.577 (1), 3.784 (1) and 3.780 (1) Å in (III)].
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Chemical context
Aminoacetophenones, quinolines and carboxamides have been reported to possess many interesting pharmacological activities and they are characteristic components of a large number of biologically active compounds. The wide spectrum of biological effects of these kind of compounds includes antimicrobial (Nawar & Hosny, 2000) , anticonvulsant (Pandeya et al., 1998) , cytotoxic (Zhao et al., 2005) , antimalarial (Egan et al., 1994) , antiproliferative (Chen et al., 2006) , antituberculosis/antimycobacterial (Gonec et al., 2012) activities, radioligands (Matarrese et al., 2001 , Belloli et al., 2004 , calpain inhibitors (Nam et al., 2008) , TPSO ligand (Blair et al., 2013) and pharmaceutical medicaments (Weidmann et al., 2008) , among others.
Structural commentary
The molecular structure of title compounds (I), (II) and (III) are shown in Figs. 1, 2 and 3, respectively. The quinoline ring system [C1-C9/N1 in (I), C2-C10/N1 in (II) and C12-C20/N2 in (III)] in each compound is essentially planar with maximum deviations of 0.015 (1) Å for C3 in (I), 0.017 (2) Å for C3 in (II) and 0.013 (2) Å for C17 in (III). The quinoline ring system forms dihedral angles of 3.68 (5) (I), 5.59 (7) (II) and 1.87 (6) (III) with the acetyl-substituted ring [C11-C16 in (I) ISSN 2056-9890 and (II), C3-C8 in (III)]. In the molecular structures of (I) and (III), an intramolecular N-HÁ Á ÁN hydrogen bond forms an S(5) ring while in (II) an intramolecular bifurcated N-HÁ Á Á(N,Br) hydrogen bond forms two S(5) rings (Tables 1-3) .
Supramolecular features
In the crystals, weak C-HÁ Á ÁO hydrogen bonds link molecules of (I) into C(7) chains along [010] (Fig. 4) , molecules of (II) into chains of R (Fig. 6) . In (I), there are no significant -stacking interactions under 4 Å but in (II) -interactions link the weak hydrogen-bonded chains into layers parallel to (001) [centroid-centroid distance Figure 1 The molecular structure of (I), with the atom-numbering scheme and displacement ellipsoids drawn at the 50% probability level.
Figure 2
The molecular structure of (II), with the atom-numbering scheme and displacement ellipsoids drawn at the 50% probability level.
Figure 3
The molecular structure of (III), with the-atom numbering scheme and displacement ellipsoids drawn at the 50% probability level.
Figure 5
Part of the crystal structure of (II), with intermolecular and intramolecular hydrogen bonds shown as black dotted lines. Only H atoms involved in hydrogen bonds are shown.
Figure 6
Part of the crystal structure of (III), with intermolecular and intramolecular hydrogen bonds shown as black dotted lines. Only H atoms involved in hydrogen bonds are shown. Table 1 Hydrogen-bond geometry (Å , ) for (I). 
Figure 4
Part of the crystal structure of (I), with intermolecular and intramolecular hydrogen bonds shown as black dotted lines. Only H atoms involved in hydrogen bonds are shown. Table 2 Hydrogen-bond geometry (Å , ) for (II). Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) Àx þ 3; Ày; Àz þ 1. Table 3 Hydrogen-bond geometry (Å , ) for (III). N-phenylquinoline-2-carboxamide skeleton resulted in twelve hits. One entry for the compound without substituents is reported (Jing & Qin, 2007) . Eight are structures substituted in the 4-position of the phenyl group: one methoxy group (Qi et al., 2003) and another a nitro group (Jing & Qin, 2008) ; one chlorine and one fluorine (Khavasi et al., 2014) , and two reports each for bromine Khavasi et al., 2014) and iodine (Qi et al., 2003; Khavasi et al., 2014) . The rest have large organic substituents.
Synthesis and crystallization
Compounds (I)-(III) were prepared by refluxing a mixture of quinaldic acid, triethylamine, p-toluenesulfonyl chloride and the corresponding substituted aminoacetophenones (1a-c) for 24 h in DCM (Fig. 7) . Acetic acid 5% was added to quench the reaction, and the organic phase was washed three times with water. After evaporation of DCM, the compounds were purified by silica column chromatography (pentane:ethyl acetate 2:1). Single crystals were obtained by slow evaporation of the respective solutions of the compounds in dichloromethane into a closed flask with petroleum ether. N-(5-acetyl-2-methylphenyl)quinoline-2-carboxamide (I): Light-yellow solid (0.700 g, yield quant, R f PE/EA 2:1 0.52). Computer programs: CrysAlis PRO (Rigaku OD, 2015) , SHELXT (Sheldrick, 2015a) , SHELXL2014 (Sheldrick, 2015b) and OLEX2 (Dolomanov et al., 2009 ).
Figure 7
The reaction scheme for the synthesis of the title compounds 
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 4 . All non-hydrogen atoms were refined anisotropically. Hydrogen-atom positions were calculated geometrically and refined using the riding model. N-H = 0.86 Å , C-H = 0.96 Å for methyl H atoms and 0.93 Å for all other; U iso (H) = 1.2U eq (C,N) or 1.5U eq (C methyl ). 
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Computing details
For all compounds, data collection: CrysAlis PRO (Rigaku OD, 2015 ); cell refinement: CrysAlis PRO (Rigaku OD, 2015) ; data reduction: CrysAlis PRO (Rigaku OD, 2015) ; program(s) used to solve structure: SHELXT (Sheldrick, 2015a ); program(s) used to refine structure: SHELXL2014 (Sheldrick, 2015b) ; molecular graphics: OLEX2 (Dolomanov et al., 2009) ; software used to prepare material for publication: OLEX2 (Dolomanov et al., 2009) . 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
(II) N-(5-Acetyl-2-bromophenyl)quinoline-2-carboxamide
Crystal data Extinction coefficient: 0.0018 (3)
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. (7) 0.0033 (7) C18 0.0300 (9) 0.0223 (9) 0.0156 (8) 0.0090 (7) 0.0026 (7) 0.0070 (7) C17 0.0211 (8) 0.0196 (9) 0.0177 (8) 0.0052 (7) 0.0040 (6) 0.0074 (7) C7 0.0234 (8) 0.0170 (9) 0.0176 (8) 0.0059 (7) 0.0055 (7) 0.0038 (7) C8 0.0261 (9) 0.0232 (10) 0.0229 (9) 0.0069 (7) 0.0028 (7) 0.0098 (7) C9 0.0238 (9) 0.0181 (9) 0.0336 (10) 0.0086 (7) 0.0051 ( Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
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